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Rank 

Professor in the Department of Biological Sciences, California State University, East Bay

Education

Doctor of Natural Science (equivalent to Ph.D.), (1998) 

Department of Genetics, University of Bielefeld, Germany

Diploma of Biology (equivalent to M.S.), (1993)

Department of Genetics, University of Bielefeld, Germany

Pre-diploma (equivalent to B.S.), (1989)

Employment

2015 – present Professor, Department of Biological Sciences, California State University, East Bay, Hayward, CA

2010 – 2015    Associate Professor, Department of Biological Sciences, California State University, East Bay, Hayward, CA
2004 – 2010 
Assistant Professor, Department of Biological Sciences, California State University, East Bay, Hayward, CA


2001 – 2004 
Research Associate, Department of Soil, Water, and Climate, University of Minnesota, MN
1998 – 2001 
Postdoctoral Associate, Department of Soil, Water, and Climate, University of Minnesota, MN

1994 – 1998 
Research Assistant, Department of Genetics, University of Bielefeld, Germany

Teaching Experience

Currently teaching courses in Molecular and Cell Biology, Genomics, Bioinformatics, and 
Plant Biology at California State University, East Bay (Fall 2004 to present).
Supervising Masters and undergraduate students in the area of molecular biological research 
(Fall 2004 to present).
Co-taught course Molecular Biology Techniques (AS8131/MVB8335) at the College of 
Veterinary Medicine, University of Minnesota (Spring 2004).

Supervised undergraduate and graduate students on guided research projects in areas of 
Plant Molecular Biology, Plant Functional Genomics, and Bioinformatics (2000-2004).

Teaching assistant in Introductory Genetics course (Summer semesters 1993-1997)


Department of Genetics, University of Bielefeld, Germany.

Grants and Awards
Joan Sieber Interdisciplinary Research Award (CSUEB, College of Science) of $2700 for proposal “Next-generation RNA Sequencing to Confirm Plant Responses to Nutrient Deficiencies (2018)

NSF-XSEDE start-up allocation of ~$8,000 in form of computer server allocations for proposal “Using RNA-Seq to unravel signal transduction pathways in plants in response to phosphate deficiency” (2018-2019)

Joan Sieber Interdisciplinary Research Award (CSUEB, College of Science) of $2,800 for proposal “Next-generation RNA sequencing to untangle plant responses to nutrient deficiencies” (2017)

CSU East Bay Faculty Support Grant of $5,000 for project “Next-generation RNA sequencing to understand how plants sense and respond to phosphorus deficiency” (2016-2017)

CSU Program for Education and Research in Biotechnology (CSUPERB) Faculty-Student Development Grant Program of $15,000 for proposal “Phosphoproteomics to unravel plant signal transduction pathways in response to phosphorus deficiency” (2011-2012) 

Joan Sieber Interdisciplinary Research Award (CSUEB, College of Science) of $5000 for proposal “How do plants regulate their response to phosphorus deficiency?” (2010)

Faculty Support Grant (RSCA) of $5000 “Unraveling the signal transduction pathway that enables plants to sense and respond to phosphorus deficiency” from the California State University East Bay (2008-2009).

Faculty Support Grant (RSCA) of $2500 for proposal “Functional characterization of a nutrient-responsive gene in white lupin” from CSUEB (2007-2008).

NIH MBRS-SCORE Pilot Grant (SO6 GM48135) of $149,811 for proposal “Assessment of nutrient responsive genes in white lupin” (2006-2009). 

CSU Faculty-Student Collaborative Research Seed Grant Program of $10,000 for proposal “Assessment of phosphorus-deficiency responsive genes in transformed roots of white lupin” (2005-2006). 

Faculty Support Grant (RSCA) of $5000, for proposal “Identification of genes responsible for white lupin’s ability to grow without nitrogen (N) and phosphorus (P) fertilizer” from the California State University Hayward (2004-2005).

Co-authored grant proposal (2001), entitled “Molecular mechanisms which mediate white lupin’s adaptation to P deficiency.” This proposal was awarded $167,500 by the National Research Initiative Competitive Grants Program in the area of plant responses to the environment (grant USDA-CSREES/2002-35100-12206; 2001-2004). 
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